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FIGURE 13 



Non-reaueing SDS-PAGE analysis of ooiypnosonate refold timeoomts 
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FIGURE 14 



Sepnarose gradient etution of polyphosphate refold from run # 
41295. 
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FIGURE 15 



Sepnarose gradient elution of polyphosphate refold from run # 
41295. 




FIGURE 15 



NDn-reauang SDS-PAGE analysis of SP-Seonarose tractions 
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FIGURE 16 A 



Non-reduang SDS-PAGE analysis of SP-Sepnarase fractions. 
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FIGURE 16B 



L-oepharose etubon profile for polyphospf. .3 refold. 
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FIGURE 17 



Non-reauang SOS-PAGE analysis of Q-Seonarase fractions. 
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FIGURE 18A 



Non-reaucmg SOS-PAGE analysis of Q-Seonarose tractions. 
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FIGURE 18B 



Non-reaucing SDS-PAGE analysis PEI refold timepomts. 
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Sp-Sepharose gradient elution of PEI refold from run # 195005. 




FIGURE 20 
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Non-reducing SDS-PAGE analysts of SP-Sepnarose fraaions. 
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FIGURE 21A 



Non-reaucino SOS-PAGE analysts of SP-Seonarose fractions. 
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FIGURE 21B 



Protein Concentration Profiles of Q Sepharose Eiuuon. 
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FIGURE 22 



Non-reducing SDS-PAGE analysis of Q-Sepnarose tractions from Run# 195005 
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FIGURE 23A 



Non-reductng SDS-PAGE analysis of Q-Sepharose fractions from run #195005 



Gel #3 



'5.500 

8.0D0..,,, 

i 

9,000,«^. 

9,000 - s?«r»Sy»»^ 

^^^m ^^^g w^™ - w^^w T^^n 

3.0001 *te 
1.000 



1 234S6769 10 



Lane# 


Lane Description 


1 


Molecular Weight Markers 


2 




3 


Fraction 11 


4 


Fraction 12 


5 


Fraction 13 


e 


Fraction 14 


7 


Fraction 15 


8 


Fraction 16 


9 


SC-59735 


10 





Gel #4 




12 345 6 7 8 9 10 



Lane # Lane Description 

1 Molecular Weight Markers 
2 

3 Fraction 17 

4 Fraction 18 

5 Fraction 19 

6 Fraction 20 

7 Fraction 21 

8 Fraction 22 

9 Fraction 23 

10 SC-S9735 



FIGURE 23B 



iNon-reaucing SOS-PAGE analysis of Q-Sepnarose fractions from run #195005. 



Gel #5 



95.500 

68.000 • — 

39.000 — 

29,000 

20,000 ^ 

14,000 



5 6 7 8 9 10 



Lane* Lane Description 

1 Molecular Weight Markers 

2 

3 Fraction 24 

4 Fraction 25 

5 Fraction 26 

6 Fraction 27 

7 Fraction 28 

8 Fraction 29 

9 Fraction 30 

10 SC-59735 



FIGURE 23C 
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FIGURE 24 
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FIGURE 25 



Results from experiment evaluating the empact of d trf erent 
polyphosphate chain lengths on SC-59735 refolding. 
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FIGURE 26 



Effects of high concentrations of polyphosphate on SC59735 refold. 
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Effects of low polyphosphate concentrations on SC-59735 refolds. 
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